y-Aminobutyric acid (GABA) exerts its inhibitory effects by binding to the GABA, receptor which contains an integral CI-channel (reviewed in (11). Cloning of vertebrate brain cDNAs has revealed that this receptor is a member of the ligand-gated ion-channel superfamily which includes the muscle and neuronal types of nicotinic acetylcholine ( ACh) receptor and the glycine receptor [2]. The sequence and structural similarities of the different ligand-gated ionchannel subunits suggest that they have a common evolutionary origin. Interestingly, the pharmacological and electrophysiological characteristics of invertebrate GABA receptors are different from those of vertebrates [3]. For example, in molluscs such as Aplysia, GABA is capable of gating three types of current: Na+, K+ and CI- [4]. Of these, only the CI-current can be blocked by the GABA, receptor antagonists bicuculline and picrotoxin [ 51. The classical ACh receptor antagonist d-tubocurarine also blocks this response, albeit at relatively high concentrations. In another mollusc, Helix, excitatory effects of GABA and ACh have been reported [ 6 ] , both of which can be blocked by bicuculline. Furthermore, recent studies in the crayfish have shown that GABA and ACh can act on the same CI-channel [7].
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Here, we report the isolation of several IEMBL3 genomic clones from the fresh-water mollusc Lymnaea stagrialis using the bovine GABA, receptor PI-subunit cDNA [S] under moderately stringent hybridization conditions. Two of these clones, which have different restriction maps, have been analysed in detail by DNA sequencing. The deduced polypeptide sequences encoded by the two genes are identical over the region determined to date, i.e. the membrane-spanning domains M 1, M2 and M3, and part of the extracellular domain. They also exhibit strong sequence similarity with the vertebrate GABA, receptor PI-subunit. Southern blot analysis has indicated that there are probably only two Psubunit-like genes in the lymnaean genome. Presently, it is difficult to assess whether these encode different but very similar subunit isoforms. (that may vary in other regions) or represent alleles of the same gene.
The expression of these genes has been examined by Northern blot analysis and by the use of the polymerase chain reaction (PCR). We have been unable to detect a signal on a Northern blot containing 20 pg of adult central nervous Abbreviations used: GABA. y-aminobutyric acid; ACh, acetylcholine; PCR, polymerase chain reaction. system poly(A)' RNA, when probed with a genomic fragment encoding part of transmembrane domain M2 and all of M3. This indicates that only a very low level of the putative GABA, receptor @-subunit transcripts are present in the adult molluscan central nervous system. The highly sensitive technique of PCR [9] has been used to amplify an approximately 400 bp portion of both GABA, receptor /?-subunit mRNAs that encode part of the extracellular domain and transmembrane domains M1, M2 and M3. DNA sequencing of the PCR products has confirmed that both genes are expressed and that the introns predicted from the gene sequence are spliced out correctly. A comparison of the deduced amino-acid sequence of one of the cDNAs with the bovine pl-subunit sequence [8] is shown in Fig. 1 . Note the high degree of conservation of the sequence between the mammal and the mollusc, and that this is highest of all in the transmembrane domains.
Interestingly, one intron was found within the M2 transmembrane domain; this is in direct contrast with studies on other ligand-gated ion-channel subunit genes in which the differences being highly significant ( I ' < 0.00 I ) . T h e hh SlDS cases had a pH of 6.78 f 0.2 1 and a lactate value ot 5 6 5 k 160 nmol/mg of protein in the frontal cortex; significantly differcnt from the non-hypoxic control children (/'< 0.0 1 ; /'< 0.00 I ). but not the hypoxic control C;ISCS.
There was n o relationship of pH or lactate vnlues t o the postmortem time interval. A frequency distribution of the pH in the SlDS frontal cortex showed a clear biphasic pattern (Fig.   Irr) . while that for lactate ( Fig. 1 h) 
